Troisiemes rencontres autour de la plate-forme bio-informatique 18 octobre 2005

AutoGRAPH

AutoGRAPH: Serveur de genomique
comparative

Obijectifs:

1- Construire des cartes comparées entre 2 et/ou 3 especes.

2- Représentation graphique des chromosomes et des segments conserves entre
especes.

3- Développer un outil graphique, accessible via le web, de construction de cartes
comparees.
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Meéthodologie:

http://idefix.univ-rennesi.fr:8080/tom dog/Dual viewer/index.php (serveur du PCIQO)

==
| 3
| AutoGRAPH : " Ctnénigue %5
' e
Home Tutorial FAQ

Select number of species to compare :

Compare 2 species (1 reference vs 1 test)

RS ITTRBEl | f Choix du nombre d’especes a comparer

Jeu de données entrée orthologie 1:1
Format spécifique - Unité

Identifiant_du_marker chrom_ref position chrom_sp1 position1 chrom_sp2 pos2
ENSCAFG00010902 CFA_34 14684566 HSA_5 526425 MMU_13 70225162
ENSCAFG00010951 CFA_34 14748911 HSA_5 271401 MMU_13 70384460

> Paste your data :

—

Or select a filename : ( Choisir le fichier ) aucun fichier sélectionné ENSCAFG00010951 CFA 34 14748911 _ _ MMU_13 70384460
ENSCAFG00011048 CFA_34 14897484 HSA_5 257875 MMU_13 70412210

> Salact image format to return ENSCAFG00011050 CFA_34 14913154 HSA_5 244618 MMU_13 70421033

© Image format in jpeg ENSCAFG00011081 CFA_34 15611861 HSA_3 180224229 MMU_3 31742975

Z Image format in png

ENSCAFG00011212 CFA_34 15724698 HSA_3 180399304 _
ENSCAFG00011271 CFA_34 15762003 HSA_3 180440491 MMU_3 31880500

’.Launch analysis \ "CLEAH.‘"
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Methodologie:

B> Exemple de comparaison d’une espéce de référence a 2 autres (Chien-Homme -Souris)
Jeu de données entrée orthologie (1:1 ou 1:0)

Format spécifique

Identifiant_du_marker chrom_ref position chrom_sp1 position1l chrom_sp2 pos2

Gene_09159 CFA_34 3210333 HSA_5 14196829 MMU_15 27719234
Gene_09850 CFA_34 3743197 HSA_5 14096829 Unknown 0
Gene_09968 CFA_34 6008592 HSA_5 11024959 MMU_15 30323127
Gene_09997 CFA_34 6643900 HSA_5 10617580 MMU_15 31296332
Gene_10102 CFA_34 7846129 HSA_5 9096009 MMU_15 32247725
Gene_10118 CFA_34 9008069 HSA 5 7922217 MMU_13 64583073

Insertion

Table temporaire MySQL

Représentation graphique
des chromosomes.

Extraction (ordre)

Visualisation

Extraction des données de la table
- PHP
- Librairie Graphique GD
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Resultats (| ere partie):
Exemple du chromosome 34 canin (CFA34)

AutoGRAEH

Comparative species Genome View ra

GCénénigue

D)EvELOPPEMENT

MR S061sCNRS*UNIVERSITE RENNEST

Home

Tutorial

FAQ

SPECIES 2

- Data are ordered by test chromosome and test position for species 2.

- 196 markers in your data.

- 182 unique reference positions are diplayed on this figure for species2.

- 7 putative Conserved Segments (CS) identified for species 2.

SPECIES 1

- Data are ordered by test chromosome and test position for species 1.
- 196 markers in your data.
- 182 unique reference positions are diplayed on this figure for pecies 1.

- 4 putative Conserved Segments (CS) identified for species 1.

Master CS name MIN Cuord_innte test MAX Coorr:linate test Ccs size Number of Master CS name MIN Courr.l_inate test MAX Cuorqinnte test CS Size Number of
chromosome (test2) species 2 species 2 species 2 marker(s) chromosome (test 1) speciesl species 1 marker(s)
CFA_34 MMU_3 \ 21419728.00 \ 75605816.00 | 54186088 71 CFA_34 HSA_3 160002592.00 194602576.00 34599984 144
CFA_34 MMU_9 7B678992.00 78678992.00 (] 1 CFA_34 HSA_S 244618.00 14717857.00 14473239 48
CFA_34 | MMU_X \ 99681144.00 \ 129713920.00 30032776 3 \ CFA_34 HSA_6 74282192.00 74282192.00 o 1
CFA_34 MMU_13 64583072.00 70421032.00 5837960 36 CFA_34 HSA_X 75175472.00 102391296.00 27215824 3

CFA_34 MMU_15 27595464.00 \ 32247724.00 | 4652260 12

CFA_34 MMU_16 18424724.00 28184914.00 9760190 72

CFA_34 MMU_NT_109050 78.00 | 1278.00 | 1] | 1 | A
|

testée (n°2):

- Chien vs Souris
- Nb de segments conservés: 7

| |
Résultats Espece réf vs espece

Résultats Espece réf vs espece
testée (n°1):

- Chien vs Homme

- Nb de segments conserveés: 4
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Reésultats (2eme partie):

CHEOHOS0OHE REFERENCE

CFA_34
FEMSCAFGOOO0S99 0 059954, 00 ENSCAFGOO00EaaI)
FEMSCAFGO 0005997 3140657 .00 ENSCAFG OO0 0E997
FEMSCAFG 0008159 21053500
FEMSCAFG OO O0ESS 0 3745197 .00
FEMSCAFG 0008965 BOOSS92. 00
FEMSCAFG 0003337 BE4ZA00. 00 EHSCAFG OO n0aaa7
FEMSCAFGOOO10002 EFASTAT. 00 ENSCAFGOOO10002
FEMSCAFGOOO1 0047 BS21994 . 01 ENSCAFGOO010047
FEMSCAFG 001 QG EASAEAG ., 0N EHSCAFG a0l diEd
FEMSCAFGOOO1 0054 EAT4ES2. 00 ENSCAFG 00010054
FEMSCAFGOO01 0059 BA92 - 1] ENSCAFGOO0100549
FEMSCAFGOOO10102 Tadel an EHSCAFGOoniainz
FEMSCAFGOOO10113 a0
FEMSCAFGOOO10129 903
FEMSCAFGOOO1 0133 an7 ENSCAFGO0010102
LFENSCAFGOON1 0235 an7 = {:l-.- rEfEf_EﬂEE! CFA_H = ?‘E""E'l Eﬂm
L ENSCAFGON 0105149 aac) = Chr species 1. HSA_5 - 9096009.00 ]
FENSCAFG i1 0525 1003 - Chr species 2: MMU_15 - 3224772400 ([
FEMSCAFGOO01 0554 1I]I]E Mot colocalized ]
FEMSCAFGO 001 0544 101 N
FEMSCAFG 001 05346 10266066, 00 EHSCAFG OO 010546 :_HE_:
FEMSCAFGOO01 0555 10994541, 00 ENSCAFG 0001 0E5S h
FEMSCAFGO 0010595 11134552, 00 ENSCAFGOONO10S9S @ —0
FEMSCAFGONO1 0422 1247747200 EHSCAFGOOnio422 —m——m
FENSCAFGOO010427 15163651, 00 EMSCAFGOOO10427 ﬁ
FEMSCAFGOO01 0441 15661496, 00 ENSCAFGOON10441
FEMSCAFG 0010444 139253547 . 00 EHSCAFGO001dd444
FEMSCAFGOO01 0445 15937156, 00 ENSCAFGOO01 0445 " |




Segments
conserves Souris

< >
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Resultats (2eme partie):

Segments
conservés Humains

< >

SPECIES 2 CHROHOSOHE REFERENCE SPECIES 1
Harkers (20 Postions (2 Chromosomeishi2) CFA_34 Chromosoret sl (10 Harkers 11 Postions (17
ENSCAFG 000059910 3059954 . 00 ENSCRFG 005590
ENCCAFGINO0GG9 27505464, 00 AHO_IS ENSCAF G 0005557 F140GET L 00 ENSCAFG 005537 HSAS  ENSCAFG00011050 244818, 00
ENSCAFGEODO0SA7  27C43540.00  MHU_LS ENSCAFEO 000G 1ES 3210553, 00 ENSCAFG 0005159 HEAS  EMSCAFGE00011043 2EFETS. 00
ENSCAFGOO009159  27719234.00  HHU_1S ENSCAF G0 000955 0 3745197, 00 ENSCAFGUD00955 0 HEA_S  ENSCAPGO00L0951 27140, 00
ENSCAFGIOO0GSS )  25192548.00  HHU_LS ENSCAF G 009358 BONESH2, 00 ENSCAF G 009965 HEA_S  ENSCAPGOO0L0S1E Aagid, 00
ENSCAFGIOO0936E  30325125.00  HHU_LS ENSCAF G0 009557 BE4FAN0, 00 ENSCAFG 009337 HSAS  ENSCAFG00010902 526425, 00
ENSCAFGEOOONDG87  S1286352.00  MHU_LS ENSCAFED 0010002 LFAETAT. 00 ENSCAFGOD0L 0002 HEA_S  EMSCAFGE00010599 BESAE1, 00
ENSCAFGINO10002  31441686.00  HHU_1S ENSCAFGON010047 ENSCAFGI010047 HEA_S  ENSCAPGO00LIGES F1287E. 00
ENSCAFGODOL0047 31456508, 00  MHU_LS ENSCAFGOD0L0064 ENSCAFGOD0L 0084 HEA_S  ENSCAFGOO0L0&ES 16556, 00
ENSCAFGHOOLN0G:  31563512.00  HHU_1S ENSCAFE 00010054 AFGAOGL 010G HEA_S  ENSCAFGOO0LNGSE A4E004. 00
ENSCAFGUOO10054  51591422.00  HHU_1S ENSCAFGO001005g » HEA_S  ENSCAFGO00L 0553 L0E20T7. 00
ENSCAFGHOOLO058  31602724.00  HHU_1S ENSCAFGOO0101 0 HSA_S  EWSCAFGO0010793 1103500400
ENSCAFGHOOLO102  32247724.00  HHU_1S ENSCAFG 0 i 1l > HEA_S  ENSCAFG 00010459 1278470, 00
ENSCRFGONOL011G  B45Gs07Z.00  AAU_13S ENSCAFG 001 NZE HEA_5  EWZCAFGOO0L073S 1306289, 00
ENSCAFGOOOL0128  G4E03048.00  HHU_13 ENECAFG il 0135 HEA_S  ENSCAFGOO010743 1308259, 00
ENSCAFGHNOL0153  G4B15Z24. 00  HHU_L3 ENSCAFG (g 10235 ENSCAFGHO01025E HEA_S  ENSCAFGOO0L1N72E 1370953, 00
ENSCAFGOO0L0255  G4G41044.00  MHU_L3 ENCCAFffint s 19 ENSCAFGAO010319 HEA_T  EMSCAFGOO010574 14459109, 00
ENSCAFGONO10319  BS5ZHU32.00  HHU_L3 EnccAglnnlosas 10059361, 00 ENSCAFG 010325 HEA_S  ENSCAFGE0ON1NGG1 1514544, 00
ENSCRFGIIO10325  B5E04424. 00 HHU_L3 ENCCFGonn10354 10054259, 00 ENSCAFG 010554 pEGLE  (LEE AR 1851449, 00
ENSCAFGEO0010354  BEG43040.00  MHU_L3 ENZRFEO0010344 10177594 .00 ENSCAFG D01 0344 HEA_S  EMSCAFGOO010444 1E54514., 00
ENSCAFGOO010344  BST36192.00  HHU_L3 EFCAFGO010346 10266966 . 00 ENSCRFGO0L 0346 HEA_S  ENSCAFG00N10441 1830549, 00
EWSCRFGIIOI0346  B5542576.00  HHU_13 ARG DL 0355 10994541, 10 ENSCAFG 0010555 HEA_S  ENSCAPGOONL 0427 27aaEE. 00
EWSCAFGIIOI03ES  BEE40FH2.00  HHU_13 NECAFG 010595 11154552, 10 ENSCRAFG 010535 pEGLE  (E TR0 3649168, 00
ENSCAFGEOO0L0395  BEF7AS12.00  MWHU_L3 ENSCAFED 0010422 1247747200 ENSCAFGO0L 0422 HEAS  EMSCAFGE00010395 S193581. 00
ENSCAFGINO10422  GE0NOTE0.00  HHU_L3 ENSCAFGO0010427 13163631, 00 ENSCAFG 010427 HEA_S  ENSCAPGO00LIGSS o142l 00
ENSCAFGINO10427  GE652464.00  HHU_L3 ENSCAF G001 0441 13561496 . 00 ENSCAF G0 0441 HSAS  ENSCAFG00010:546 B4250410, 00
ENSCAFGOO0L 0441  BB317264.00  MWHU_L3 ENSCAFE 00010444 13925547 00 ENSCAFG 01 0444 HEAS  EMSCAFG00010544 6501983, 00
ENSCAFGOO010444  BA37S424.00  HHU_L3 ENSCAF GO0 010445 13957156 00 ENSCRFGUD010445 HEA_S  ENSCAPGO00L IS4 BBS2IEE. 00
ENSCAFGINOL0445  B9356512.00  HHU_L3 ENSCAF G001 0459 14044636 00 ENSCAF G001 0459 HEA_S  ENSCAPGO0NL IS BBEESES. 00
ENSCAFGINO10491  BAS244E5,00  HHU_L3 ENSCAFG 00010451 14101595 . 00 ENSCAFG 010491 HSAS  ENSCAFG00010519 BFEFTI6. 00
ENSCAFGOOOL0574  GBOSSGES0. 00 WHU_L3 ENSCAFED 0010574 1414654 0. 00 ENSCAFGND0L 0574 HEAS  EMSCAFG00010233 TH49345. 00
ENSCAFGINO10726  G96G2E16.00  HHU_L3 ENSCAFGON010726 14195956 . 00 ENSCAFG 010726 HEA_S  ENSCARGOO0LNLES TEEI4A4 00
ENSCAFGINOLO73S  B9630205.00  HHU_L3 ENSCAFG 00010759 14224554 . 00 ENSCAFG 010759 HSAS  ENSCAFG00010129 7o12272, 00
ENSCAFGEOD010743  BOGSE205.00  MHU_L3 ENSCAFEO0010743 1422056 0. 00 ENSCAFGOD01 0743 HEA_S  EMSCAFGE00010113 FIRILT. 00
ENSCAFGO010459  BA739232.00  HHU_L3 ENSCAFGO010793 14554864 . 00 ENSCAFGUD010795 HEA_S  ENSCAPGOO0LNL02 algEnna, 00
EWSCAFGIIOI078S  B9792552.00  HHU_13 # ENSCRFG 00010833 14354622, 00 ENSCREG 00010555 HEA_S  ENSCAFGO00L00ES 10270445, 00
EMSCAFGOOOL 0533  B3ETIGTI.00  HHU_13 # ENSCAFGONNL 0555 1445955 0. 00 ENSCAFG 0010558 HZA_S  ENSCAFGOO0100E4 10305401, 00
ENSCAFGUDO1085S  B9572443.00  HHU_13 # ENSCAFG 00010863 14476347, 00 ENSCRFG 0010565 HEA_S  ENSCAFGO00L00G4 10332589, 00
ENSCAFGINOL0S6S  B9997768.00  HHU_L3 ENSCAF G001 0555 14565557 . 00 ENSCAF G001 0555 HEA_S  ENSCAPGOONL0047 Lod0GE2E. 00
ENSCAFGINOL05SS  FOOGOS0S.00  HHU_L3 ENSCAFG 00010553 145551204 00 ENSCAFG 010559 HSAS  ENSCAFG00010002 10485015, 00
ENSCAFGUODO10858  7O0SGE32.00  HHMU_13 # ENSCAFG 00010802 14634566, 00 ENSCRFGI001 0502 HEA_S  ENSCAFG0 0009997 1061758000
ENSCAFGIIOI0902 7044523200 HAU_13 ﬂ ENSCAFGO0010918 4220 T ENSCRFG 010915 HEA_S  ENSCAF 00096 11024058, 00
ENSCAFGHOOL03LE  TOZF1925.00  HHU_13 ENSCAFED 001095 1474011, 00 4 HEA_S  ENSCAFGOONDAESD 13745039, 00
ENSCAFGANOLNGS]  T03&4d6d. 00  HHU_13 ENSCAFGN 0011} 14537454 00 HEA_S  ENSCAFGO0009159 14196629 00
ENSCRFGUD011045  70412208.00  HHU_13 ——— 4 EnscrFconn11 o 14913154, 00 HEA_S  ENSCAFG0000EHE7 14634052, 00
EHSCAFGHOOLI050 7042105200 HHU_13 15611561, 00 HEA S ENSCAPGOO00ESS] L471TEST. 00
T HCA_3  EWSCAFGO0014174 160002552, 00
15762003, 00 ENCCRFGU01 1 HEA_3  ENSCAFGO0014157 16 0446556 . 010
1554762 0. 00 ENSCRFGI011273 HEA_3  ENSCAFGN0014 195 16 0474504, i
15564367 00 ENCCRFG 00011505 HSA_3  ENSCAFGO0014200 161155528, 00
15553136 . 00 EHSCAFG 06011535 HEA_3  ENSCAFGO0014222 161457458, 00
160464569 . 00 ENSCRFGD011564 HEA_3  ENSCAFG 00014295 164G 00125, 00
16 0E5615 . 00 ENSCRFG 011580 = ﬂscn[nuoomsm 161577645, 00

Une rupture de Synténie spécifique entre Chien et Souris

Une rupture de Synténie partagée entre Chien et Souris
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Applications : Evolution- Phylogenie

Identification des segments conservés d’une espece versus 1 ou 2 autres .
Inversion et colinéarité de segments conserveés.

Identification des ruptures de synténie (breakpoint) (conservées/spécifiques).
Ordre des genes le long d’'un chromosome de référence.

SPECIES 2 CHROHOSOHE REFERENCE SPECIES 1
Harkers (20 Postions (20 Chromesome(s)(2) CFA_34 Chromesome izl (1) Harkers (12 Pestions (10
ENSCAFGIN0EA9N 3059854, 00 ENSCAFG0000E59 0
ENECAFGIO0IG990 27505464, 00 HHU_15 B FNSCAFGIN005997 3140657, 010 HEA_5  ENSCAFGO0NLL050 244615, 00
ENSCAFGRODNES37  27643540.00  HHU_1S —_—  FNSCAFGIND031S9 3210333, 00 RS G CHS CARGION Lots TS0
ENSCAFGRO00S1SS  27718234.00  HHU_1S —_—  ENSCAFGIN003ESH 3743197, 00 LS (CEEHEROEE 2RLLIL0
ENSCAFGRO0SESH  25192345.00  HHU_1S —  ENSCAFGI000395E GO0E592. 00 =i (EESHEROCEE) poosea 0
ENSCAFGO0009965 G0 2E.00 HHU_1S e R ENSCAFGO0008987 ENSCRFGO00NE99T HEA_S  EMSCAFGOONL10902 S2E425.00
ENSCAFGOO009997 G1296352.00  MHU_1S — e FNSCAFGOO010G02 ENSCRFGOOOL0002 HEA_S  EMSCAFGO0010559 GES4E1. 00
ENSCAFGRO01000Z  31441886.00  HHU_1S —_—  FNSCAFGIOD10047 ENSCAFG 0010047 R R CHS CHRG IO 0885 ZL297.8 00
ENSCAFGRO010047  31456505.00 HHU_1S —_— o ENSCAFGUO0100G4 aEasaE LS (SEEHERTED X000
ENSCAFGRO010064  31568512.00  HHU_1S — JE— O P =S (SEEHERTEED) ito QUL-00
ENSCAFGONO1N0G4  315@1 HHU_15 — ENSCAFGOOO10Y HSA_S  ENSCAFGO0010833 1062077.00
CAFGOO010088  S16M HHU_15 — ——ENSCAFGOB01D HER_S  ENSCAFGO0010793 1103500, 00
T - e HEF_S  ENSCAFGO0010459 12754710, 00
== R —_— HEA_S  ENSCAFGO0010759 1306289, 00
R —_— HSA_E  ENSCAFGO0010743 1306289, 00
- HSA_S  ENSCAFGO0010726 13708835 00
- HSA_E  ENSCAFGO0010574 1445809, 00
- HEF_S  ENSCAFGO0010481 1514544, 00
S —_— HEA_E  ENSCAFGO0010443 1851499, 00
R — — HSAE  ENSCAFGO0010444 1854514, 00
- — oo HSA_S  ENSCAFGO0010441 1930549, 00
- : E:gggiggg:igg;g HSA_E  ENSCAFGO0010427 2799284, 00
- eI HEF_S  ENSCAFGO0010422 648165, 00
- — S o BT HEA_E  ENSCAFGO0010385 5193551, 00
- e HSA_E  ENSCAFGO0010355 551421, 00
— —_——— e e HSA_S  ENSCAFGO0010346 25040, 00
R — —_— — T HSA_S  ENSCAFGO00L0344 6501953, 00
STETer [ — TR e HEF_S  ENSCAFGO0010354 BE52353. 00
oo — ————— o HEF_S  ENSCAFGO0010325 BEEESE3. 00
e _ B v HSA_E  ENSCAFGO0010319 6767726, 00
R R HSA_&  ENSCAFGO0010253 7443345, 00
E——— T HSA_S  ENSCAFGO0010133 7855494, 00
— Fan001 HEAS ENSGAPGOOL0ls 793217100
. - - K .
—— feLArEna E:ggggg:gzig:;g HEA_S  ENSCAFGOO0L0102 A096002. 00
- — ENCERECT T HSA_&  ENSCAFGO0010059 10278445, 00
- e e HSA_S  ENSCAFGO00100G4 10303401, 00
I - T HSA_E  ENSCAFGO0010064 10332389, 00
— — e EATEe HEF_S  ENSCAFGO0010047 10406525, 00
- — BT HEA_S  ENSCAFGO0010002 10495015 00
-  — e R T HSA_E  ENSCAFGO00N9937 10617550, 00
- e B e eI HSA_S  ENSCAFGO00I996S 11024559, 00
I - TR HSF_E  ENSCAFGO0083350 13745039, 00
— — S FEO00110 HEA_S  ENSCAFGO0MI9159 14136525, 00
S — BT R HEA_S  ENSCAFGO00NS9E7 14634852, 00
AFGH0110 —_— 15611561, 00 Froonilogi HSA_S ENSCAFGO0008990 14717657, 00
TAFGU001L; 15734695 . 00 HEA_G  ENSCAFGO0N1417 160002532, 10
o it 3 ENSCRFGO0N1415 160445356 . 00
ENSCAFG 00014195 1604743 04,
. prosbieiaps ENSCAFGOONI4200 161159325, 00
401192 15353136 00 ENSCAFG 00014222 161457455 010
e 00 ENSCAFG 00014295 161600128, 00
0012 16065613 . 00 ENSCAFGI0011350 ENSCAFGO0014316 1E1E77E4E, 10
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Applications : Evolution- Phylogenie

- Identification des Segments conservés ordonnés a l'intérieur d’'un CS.
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Applications :Validation de la
meéthode cartographie

Exemple : Comparaison de l'ordre de la carte RH (au centre) et de la séquence pour le CFa34 (droite) par rapport aux
segment conserveés humains.

Fostions €25 Chromesometss (27

SPECIES 1

Chromozomme (27 €13 Rarkers €13 Postions <10

o
o S Z0.70 Generzse SEnErase T5rae7es. 00
o N S2i30 Gener2s SenEras? 32306552 00
= NN Filce Gene72se SEnErzse 31002504. 00
= N 350 oenE 155 SEnEisse S0130750. 00
& T S2lco Sene 725 Senezase S0029544.0
&= R 5217 GenE72ss GENE72ST 39535902 00
n N 5.5 ENE1351 GENE1351 39759500, 00
o ___ To1. GEnE 7253 SENET2SS 33630950100
o N Fpene SENE 1350 SENEisS0 3352735400
i __—— 1210 Gene7252 SENErasz 3311195400
N R 1250 GENE 1342 GENE1349 39111984.00
b —— 1251 ENE7251 GENE7251 38541792 00
s AN Fre GenE 1532 SEnE1zas S2630485. 00
b = isal ene7250 SEnE2S0 Ses10056. 00
& oenE 1347 SEnE1z47 Ses1005e. 00
e iesls0 GenE 7245 SENET240 Se375752. 00
o 17007 GenE 1346 GENE 1345 3e0a7744.00
e 7ol GenE 7242 GENETZ4 35013652000
s 1221 GENE 1345 GENE 345 57573172.00
s P ENET247 SENET247 37752752000
b Foay GeNE 1544 SENE 1344 57660085. 00
s 1550 GenE7235 SEnEzzae 37531304. 00
i 2171 Gener245 = Se7ase16. 00
i 228l GenE 12267 SEnE1zse7 35a13305. 00
e Eo Gene = 3s7a1005. 00
L 23300 SenE 1341 SENEi341 SsSsi225 00
i 235.70 GenE 7243 GENE7243 355Si225 00
s 2753, GenE 1355 GENE 1335 352430400
i et EnE 12205 33565745100
3200 GENE 1355 o 3339303500
u i SENEiZ2E. SEnEissee 33532272000
L = o S202e545.00
375l Gene 7255 SEnEr2ae Soss1025. 00
e Z Sis: GenE 1556 ae S0293652. 00
e — Sa1. ene 12265 SEnEiz2es S0223602. 00
" 7 4130 oene 7257 GENET23: 29933420, 00
G 7 dicten ene 2262 SenEiz2e2 Z35454a5. 00
2 8 ae 23545425 00
u 7 4257 GenE 7205 GENE7ZoS 2354349500
i 7 prrist GENE 1304 GENE 1359 2354339600
& . Sol GENE 1552 SENE13a2 23231135. 00
= 331l GenE7234 SENETZoe 23133096. 00
G pEe GenE 1557 SENEi3e7 27776905. 00
G N Soz enerzas SenErzen Z7ia7sza. 00
i e = 26537 0a4. 00
o o, 5522 GENE 12254 GENE 12284 26204374100
e NN <: GenE 1554 = 5332370.00
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Applications : Gene candidat

- Exemple au laboratoire : 2 maladies génétiques héréditaires
- Zone candidate chez le chien
- Identifier chez les autres especes
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Applications : Recherche
d’orthologues

- Cas des relations 1:0

- Symboliser par une couleur particuliére et astérisque (*).
- Définition d’un environnement synténique attendu.

- Confirmation par la 3éme espece.

Environnement synténique attendu pour la localisation de I'orthologue
souris du géne canin
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Perspectives:

- Utilisation d’autoGRAPH dans le but de rechercher les genes humains n’ayant pas
d’orthologues canins - Amélioration de 'annotation du génome canin.
- 18,201 genes canins annotés par Ensembl et 22,218 chez I’'Homme.

Chromosome Chromosome
humain canin

ler géne en amont Geéne canin 1

Gene humain sans

s Synténie attendue
orthologue canin

pour le blast

Gene canin 2

Définition de I'environnement synténique attendu chez le chien pour les 5,000 genes
humains n’ayant pas d’orthologue canins + Confirmation par Blast-Réciproque
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